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10:30 AM 
Synthetic Epigenetics 

Ahmad S. Khalil 

11:00 AM 
Controlling Materials with Biomolecular Circuits 

Rebecca Schulman 

11:30 AM 
Towards Developing Complex, Environmentally-Responsive Genetic Circuits for Real-
World Applications 

Tatenda Shopera 
Allison Hoynes-O'Connor 
Young Je Lee 
Cheryl Immethun 
Tae Seok Moon 

12:00 PM 
Construction and Characterization of Consensus Toggle Switches 

Bárbara de Freitas Magalhães 
Eduardo Sontag 
Matthew R. Bennett 

1:45 PM 
Deep Learning of the Regulatory Grammar of Yeast 5’ Untranslated Regions from 
500,000 Random Sequences 

Benjamin Groves 

2:15 PM 
Turbocharge RNA Device Engineering with Data-Rich Strategies and Automation 

Joy S. Xiang 
Christina D. Smolke 
Brent Townshend 
Gabriel Manzanarez 
Michaela M. Hinks 

2:30 PM 
Design of Protein Glycosylation Sites By Cell-Free Protein Synthesis and Mass 
Spectrometry of Self-Assembled Monolayers  
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Weston Kightlinger 
Liang Lin 
Milan Mrksich 
Michael C. Jewett 

2:45 PM 
Expanding the Portfolio of Bio-Manufacturing: Advanced Automation, Biology, and 
Computational Tools for Rapid Microbe Engineering 

Victoria Hsiao 

3:00 PM 
Any Molecule in Any Microbe, from Lab to Full-Scale Manufacturing 

Kasia Gora 

3:15 PM 
Vmax™ – a Novel Microbial Host for the Biotech Industry 

Matthew Weinstock 

3:30 PM 
You Design it, We Build it 

Emily Leproust 

4:15 PM 
A Butyrate-Producing Synthetic Biotic to Treat Inflammatory Bowel Disease In Vivo 

Adam Fisher 
Vincent M. Isabella 
Paul Miller 

4:45 PM 
Engineering the Mammalian Gut Microbiome in Situ 

Harris H. Wang 
Carlotta Ronda 
Sway Chen 
Vitor Cabral 

5:15 PM 
Paper-Based Diagnostic for Assessing the Gut Microbiome 

Melissa K. Takahashi 
Xiao Tan 
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Aaron J. Dy 
Dana Braff 
James Collins 

5:45 PM 
Microbial Delivery of Antimicrobial Peptides for Protection Against Vancomycin-
Resistant Enterococcus 

Brittany Forkus 
Kathryn Geldart 
Yiannis N. Kaznessis 

8:30 AM 
Engineering Next-Generation T Cells for Cancer Immunotherapy 

Yvonne Y. Chen 

10:30 AM 
Pipeline Technology from Oxitec Ltd: Genetic Control of Mosquito Vectors and Crop 
Pests 

Nathan Rose 

11:00 AM 
Towards Safe and Compatible Organs for Transplantation 

Marc Güell 

2:15 PM 
Orthogonal Pair Directed, Codon Specific, Sense Codon Reassignment: An Improved 
Tool for Evaluating the Plasticity of the E coli Genetic Code 

John D. (Nick) Fisk 

2:45 PM 
Controlling the Metabolic Labeling of Proteins with Non-Natural Amino Acids Using 
Engineered Ligand-Responsive Amino Acyl tRNA Synthetases 

Emily Thomas 
Jonathan Silberg 

3:00 PM 
Engineering and Optimizing Biofuel-Tolerant Microbes 

Mary J. Dunlop 
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4:30 PM 
Universal Chimeric Antigen Receptors for Multiplexed and Logic Control of T Cell 
Responses 

Wilson Wong 

5:00 PM 
Programming Protein Function with Synthetic RNA Splicing Devices 

Melina Mathur 
Cameron Kim 
Sarah Munro 
Christina D. Smolke 

5:15 PM 
Understanding and Mitigating the Effects of Limited Transcriptional Resources in 
Mammalian Cells 

Yili Qian 
Ross Jones 
Ron Weiss 
Domitilla Del Vecchio 

8:30 AM 
Harnessing the Chemistry of Plant Natural Product Biosynthesis 

Sarah O'Connor 

10:00 AM 
Conversion of Glycerol to 3-Hydroxypropanoic Acid By Genetically Engineered Bacillus 
Subtilis 

Aida Kalantari 
Boyang Ji 
Tao Chen 
Ivan Mijakovic 

10:30 AM 
Improving E. coli Methyl Ketone Production during Fed-Batch Fermentation By Co-
Factor Balancing 

Ee-Been Goh 
Edward E. K. Baidoo 
David E. Ando 
Jay D. Keasling 
Hector Garcia Martin 
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Harry R. Beller 

11:00 AM 
Production of Industrial Products from Natural Gas Using an Engineered Methanotroph 
Biocatalyst 

Mark Held 
James Kealey 

1:30 PM 
Directed Evolution of Targeted Cas9 to Specific Cleavage Sites 

Barrett Steinberg 
Derek Cerchione 
Morgan Maeder 
Maxwell Skor 
Hari Jayaram 
Vic Myer 

2:00 PM 
CRISPR Technologies 2.0: Harnessing the Next Generation of Cas Nucleases for 
Genome Editing and Beyond 

Chase L. Beisel 

2:30 PM 
Rational Engineering of Chimaeric Recombinases for Genomic Excision 

Jumai A. Abioye 
W. Marshall Stark 
Femi J. Olorunniji 
Julien Reboud 
Jonathan M. Cooper 
Stephanie E. Holt 
Chris M. Proudfoot 

3:45 PM 
Twin-Primer Non-Enzymatic DNA Assembly: An Efficient and Accurate Multi-Part 
DNA Assembly Method 

Jing Liang 
Zihe Liu 
Ee Lui Ang 
Huimin Zhao 

4:15 PM 
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High-Throughput Microfluidic Electroporation for Library Generation 

Paulo A. Garcia 
Conor McClune 
Michael Laub 
Cullen R. Buie 
Christopher A. Voigt 

4:45 PM 
Nanoparticles As Biomolecular Cargo Transporters in Plants and Plastids 

Gozde Sultan Demirer 
Markita Landry 

5:00 PM 
Adding to the Genome: Accuate Targeting and Effecient Insertion of Long ssDNA 

Adam Clore 

5:15 PM 
Use of Synthetic Sgrna to Improve CRISPR Editing Efficiency 

Kevin Holden 

8:30 AM 
Synthetic Biology Platforms for Natural Product Biosynthesis and Discovery 

Christina Smolke 

10:00 AM 
Computational Design of Novel Enzymes and Metabolic Pathways for Industrial 
Biotechnology 

Yih-En Andrew Ban 
Michal Galdzicki 
Rudesh Toofanny 
Kyle Medley 
Kovas Palunas 
Daniela Grabs 
Eric Althoff 
Herbert M. Sauro 
Alexandre Zanghellini 

10:30 AM 
A Tug-of-War Mechanism for Pattern Formation in a Genetic Network 
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Murat Arcak 
Marcella M. Gomez 

11:30 AM 
A Synthetic Biology Workflow Using Sbol 

Chris J. Myers 
James McLaughlin 
Goksel Misirli 
Tramy Nguyen 
Meher Samineni 
Michael Zhang 
Zach Zundel 
Anil Wipat 
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A Comprehensive Characterization of the Nitroreductase Superfamily 

David Morales 
Janine Copp 
Eyal Akiva 
Patsy Babbitt 
Nobu Tokuriki 

A CRISPR/Cas9 Genome Engineering Toolbox for Systems Metabolic Engineering of 
Yeast 

Rene Verwaal 
Nathalie Buiting-Wiessenhaan 
Brenda Vonk 
Johannes A. Roubos 

A Genetic Switch for Stable, Long-Term Fermentative Production of Anabolic Products 
in Yeast 

Penelope Chua 
Adam Meadows 
Hanxiao Jiang 

A Massively Parallel Assay for Studying 5' UTR Dependent Translation Regulation in 
Mammalian Cells 

Georg Seelig 
Paul Sample 
Ban Wang 
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A Mechanism for Oscillations in Co-Repressive Microbial Consortia 

Mehdi Sadeghpour 
Alan Veliz-Cuba 
Gabor Orosz 
Krešimir Josi? 
Matthew R. Bennett 

A Model-Driven Approach to Improving Cooperativity and Reducing Toxicity of dCas9 
Logic Circuits 

Daniel A. Anderson 
Shuyi Zhang 
Christopher A. Voigt 

A Next-Generation Multi-Omics Approach to Dissect Cellular and Molecular 
Reprogramming 

Kamal Mandal 
Souvik Sen Sharma 
Gitanjali Yadav 
Subeer S. Majumdar 

A Quorum Sensing-Based Lateral Inhibition System to Generate Contrasting Patterns 

Mika Tei 
Melinda L. Perkins 
Justin Hsia 
Adam Arkin 
Murat Arcak 

A Quorum-Busting Approach to Microbiome Engineering 

Mario T. Treviño González 
Jose Ruben Morones 
Selene Sepúlveda Guzmán 

A rational approach for bio-production of recombinant proteins in mammalian cell 
systems 

Raffaele Altamura 
Jiten Doshi 
Yaakov Benenson 

A Serine Integrase-Based ‘Landing Pad’ System for Chromosomal Integrations of 
Heterologous Genes in E. coli 

N/A
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Richard Clubbe 

A Toolkit of Inducible Degron-Tagged dCas9 Effectors for Multi-Directional Drug-
Tunable Control of Synthetic Biology Applications 

Dirk-Jan Kleinjan 
Susan J. Rosser 
Caroline Wardrope 
SI Nga Sou 

A Versatile Toolbox for the Control of Protein Levels Using N?-Acetyl-Lysine 
Dependent Amber Suppression 

Wolfram Volkwein 
Christopher Maier 
Ralph Krafczyk 
Kirsten Jung 
Jürgen Lassak 

Acoustic Reporter Genes for Non-Invasive Deep Tissue Imaging of Engineered Cells 

Arash Farhadi 
Raymond W. Bourdeau 
Gabrielle Ho 
Audrey Lee-Gosselin 
Anupama Lakshmanan 
Sripriya Kumar 
Suchita P. Nety 
Mikhail G. Shapiro 

Active Degradation Allows for Increased Information Transmission Rate in Genetic 
Control 

Nicholas A. Rossi 
Mary J. Dunlop 

Adaptive Landscapes and Molecular Basis for the Functional Innovation of an 
Organophosphate Hydrolysing Enzyme 

Nobu Tokuriki 
Colin J. Jackson 
Florian Baier 
Gloria Yang 
Erich Bornberg-Bauer 
Elias Dohmen 
Dave Anderson 
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Amplifying Riboswitch Signal Output Using Cellular Wiring 

Michael Goodson 
Annastacia Bennett 
Nancy Kelley-Loughnane 
Svetlana Harbaugh 

An Accelerated Evolution Approach to Produce Next Generation Yeast Strains for 
Protein Discovery and Production 

Sophie Comyn 
Yann Mathieu 
Jose Celedon 
Harry Brumer 
Joerg Bohlmann 
Nobuhiko Tokuriki 
Thibault Mayor 

An Automated Flow-Based/Digital Microfluidic Platform with on-Chip Optical Detection 
System for High-Throughput Gene Editing Processes 

Kosuke Iwai 
Philip Gach 
Peter W. Kim 
Manasi Raje 
Joshua Heinemann 
Todd A. Duncombe 
Kai Deng 
Trent Northen 
Nathan J Hillson 
Paul D. Adams 
Anup K. Singh 

An Engineered Pyrrolysyl tRNA Synthetase for In Vivo Measurement of Sense Codon 
Reassignment in E. coli 

David Schwark 
Margaret A. Schmitt 
John D. (Nick) Fisk 

Ancestral Reconstruction of LacI/GalR Transcriptional Regulators 

Matthew Spence 
Joe Kaczmarski 
Colin J. Jackson 
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An E coli whole Genome Mutant Library Enables Rapid Selection for Improved Fitness 
Under Diverse Stresses 

Alaksh Choudhury 
Zhiwen Wang 
Dr. Ryan T. Gill 
Joel L. Kaar 

Applying Synthetic Biology to Synthesize Functional Materials 

Andrea Wallace 
Christopher A. Voigt 

Assemblx: A User-Friendly Toolkit for Rapid and Reliable Multi-Gene Assemblies 

Fabian Machens 
Lena Hochrein 
Katrin Messerschmidt 
Bernd Mueller-Roeber 
Karina Schulz 
Juergen Gremmels 

AT-Rich Gene Synthesis 

Matthew Walsh 
Jacquin Niles 
Peter A. Carr 
Nicholas Guido 

Attempts to Develop an Enzyme Converting R-2,3-Dihydroxyisovalerate to 2-
Ketoisovalerate with the Aid of Computational Protein Design 

Stephen L. Mayo 
Kenji Oki 
Frederick S. Lee 

Automated Technologies for Synthetic Biology Applications 

Steve C. C. Shih 
Hugo Sinha 
James Perry 
Ehsan Moazami 

Automating the Design of Digital Microfluidic Devices for Synthetic Biology 

Mirela Alistar 
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Patrick Baudisch 

Bacterial Biosensors Based on Ligand-Dependent Stability 

Benjamin Brandsen 
Jordan Mattheisen 
Stanley Fields 

Biodevisor: Automated Refactoring of Biosynthetic Gene Clusters 

Ernst Oberortner 
Samuel Deutsch 
Michalis Hadjithomas 

Biosensor Expansion Out of an Ancient Evolutionary Cul-de-Sac 

Jared W. Ellefson 
Andrew D. Ellington 
Michael P. Ledbetter 

Bistable Switches for Yeast Population Growth Designed on Predictions from a Toolkit 
of Cell Division Regulators 

Alberto Carignano 
Laura Adam 
Orlando de Lange 
Eric Klavins 

Cas9 Activity in Human Chromatin: Inhibition and Strategies for Increased Efficiency 

René Daer 
Karmella Haynes 
Cassandra Barrett 

Cell-Sized Mechanosensitive and Biosensing Compartment Programmed with DNA 

Allen P. Liu 
Vincent Noireaux 
Jonathan Garamella 
Sagardip Majumder 
Ying-Ling Wang 

Characterizing the Role of 23S rRNA Peptidyltransferase Center Nucleotides in 
Translation 

Anne d'Aquino 
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Michael C. Jewett 
Tasfia Azim 

Characterizing  Nopaline Synthase Promoter Variants  for Use in Plant Synthetic Biology 

Kevin Morey 
June I. Medford 

Cloning, Expression and Characterization of a Self-Sufficient Cytochrome P450 
Monooxygenase from Bacillus Species 

Hemraj Rimal 
Bikash Dangi 
Tae-jin Oh 

Co-Production of Platform Chemicals 1, 3 Propane Diol and 3-Hydroxy Propionic Acid 
from Waste Glycerol By Clostridium Pasteurianum 

David Ortega 
Kai Schuchmann 
Nigel Minton 
Ying Zhang 

Composition and Prediction of Multi-Input Promoters 

David Zong 
Matthew R. Bennett 
William Ott 
Chinmaya Gupta 

Computational Design of Self-Assembling Protein Nanomachines 

Alexis Courbet 
Kathy Wei 
Una Nattermann 
Adam Moyer 
Yang Hsia 
George Ueda 
Jorge Fallas 
Scott Boyken 
Zibo Chen 
Chunfu Xu 
Luis Ceze 
Tom Daniel 
Joshua Smith 
Phil Bradley 
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David Baker 
Ariel Ben-Sasson 
Ivan Vulovic 

Computational Design of Synthetic Co-Transcriptional RNA Elements for the Dynamic 
Regulation of Gene Expression 

David W. Sparkman-Yager 

Controlling Bdellovibrio Bacteriovorus Gene Expression and Predation Using Synthetic 
Riboswitches 

Mohammed Dwidar 
Yohei Yokobayashi 

Controlling Energy Flow in Bacteria Using Engineered Ligand-Responsive Protein 
Electron Carriers 

Jonathan J. Silberg 
Joshua T. Atkinson 
Ian J. Campbell 
George N. Bennett 
Jacob Torres 

Converting Rhodosporidium Toruloides As a New Industrial Workhorse for the 
Production of Terpenes and Unusual Fatty Acids 

Lianghui Ji 
Yanbin Liu 

Coral: Python Abstractions for Genetic Design 

Nicholas Bolten 

Creating Single-Copy Genetic Circuits and Microbial Kill Switches 

Jeong Wook Lee 
James J. Collins 

CRISPR Enabled Trackable Genome Engineering for Isopropanol Production in 
Escherichia coli 

Liya Liang 
Rongming Liu 
Andrew Garst 
Thomas Lee 
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Violeta Sànchez i Nogué 
Gregg T. Beckham 
Ryan T. Gill 

CRISPR NAND Gate: rescuing a cis-repressed gRNA using antisense sRNA 

Pascoe J Harvey 
Susan J. Rosser 

Data Rich Strategies for Designing Cellular RNA Devices 

Joy S. Xiang 

Deep Device Mining for Carbohydrate-Active Enzymes in Pulp and Paper Mill Sludge 
Metagenome and Applications to Bioprocess Development 

Anupama A. Sharan 
Vikramaditya G. Yadav 
Steven J. Hallam 

Deep Device Mining for Lignin-Transforming Enzymes Using Whole-Cell Biosensors 

Steven J. Hallam 
Joe C.H. Ho 
Sandip V. Pawar 
Vikramaditya G. Yadav 

Deep Mutational Scanning of NDM-1: Reverse Engineering Antibiotic Resistance to 
Decode the Protein Sequence and Function Relationship 

John Chen 
Ray Socha 
Nobu Tokuriki 
Benjamin E. Life 
Douglas Fowler 

Developing HIV-1 Vaccine through a Synthetic Biology Approach 

Nanxi Wang 
Zhe Yuan 
Wei Niu 
Qingsheng Li 
Jiantao Guo 

Developing Synthetic Biology Capabilities in the Fast-Growing Bacterium Vibrio 
Natriegens 
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Tanya Tschirhart 
Zheng Wang 
Jeffrey Erickson 
Gary Vora 

Development and Substrate Specificity Screening of an In Vivo Biosensor for the 
Detection of Biomass Derived Aromatic Chemical Building Blocks 

Leopoldo F. M. Machado 
Neil Dixon 

Development of a Conjugation-Based Genome Editing Tool in Shewanella Oneidensis 
MR-1 Using CRISPR/Cas9 and Recombineering 

Anna Domènech Corts 
Ryan T. Gill 
Jeffrey A. Gralnick 

Development of a Fast-Responding, Minimal Equipment Biosensor for Zinc Deficiency 

Monica McNerney 
Mark P. Styczynski 

Development of a Microbial Biosensor for Detection of Inflammation-Associated 
Microenvironments 

Jeffrey J. Tabor 
Walter Chazin 
Jeffrey Galley 
Robert Britton 
Kristina Daeffler 

Development of a Xylose Utilizing Saccharomyces Cerevisiae As a Platform for 
Lignocellulosic Biofuels/Biochemical Production 

Sun-Mi Lee 
Phuong Hoang Nguyen Tran 

Directed Combinatorial Mutagenesis of Escherichia coli for Complex Phenotype 
Engineering 

Ryan T. Gill 
Alaksh Choudhury 
Gregg T. Beckham 
Rongming Liu 
Liya Liang 
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Violeta Sànchez i Nogué 
Andrew Garst 

Directed Evolution of an Array of Orthogonal Biosensors  

Adam J. Meyer 
Christopher A. Voigt 

Dissecting the Factors That Determine the Fidelity of the Genetic Code through Sense 
Codon Reassignment 

John D. (Nick) Fisk 
Margaret A. Schmitt 
David Schwark 

DNA Construction Using DIVA (Design, Implementation, Validation Automation): Wet-
Lab Workflows and Software Platform 

Nurgul Kaplan 
Garima Goyal 
Jennifer Chiniquy 
Hector Plahar 
Joanna Chen 
Manjiri Tapaswi 
Nina Stawski 
Lisa Simirenko 
Samuel Deutsch 
Joel M. Guenther 
Nathan J Hillson 

Easyclone-Markerfree: A Vector Toolkit for Marker-Less Integration of Genes 
into Saccharomyces Cerevisiae Via CRISPR-Cas9 

Mathew jessop Fabre 
Tadas Jakociunas 
Vratislav Stovicek 
Zongjie Dai 
Michael Krogh Jensen 
Jay Keasling 
Irina Borodina 

Effective Miniaturization of Illumina Nextera XT Library Preparation for Small Whole 
Genome Sequencing By Utilizing the Labcyte Echo 525® Liquid Handler 

Jefferson Lai 
John Lesnick 
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Noel Ruppert 

Effects of Overexpressing Calvin-Bassham-Benson Cycle Genes in Synechocystis PCC 
6803 

Feiyan Liang 
Peter Lindblad 

Elementary Mode Analysis of the Effect of Redox Balance over H2 Production in 
Rhodopseudomonas Palustris 

Alexis Saldivar-García 
R Axayacatl Gonzalez-Garcia 
Edgar Salgado Manjarrez 
Elvia I. García-Peña 

Engineered Control Systems for Asymmetric Cell Division in Synthetic Bacteria 

Sara Molinari 
David L. Shis 
Oleg Igoshin 
Matthew R. Bennett 

Engineered Protein Materials for Selective Binding of Strategic Metals 

Marimikel Charrier 
Caroline Ajo-Franklin 
Sharon Borglin 

Engineered Proteins Program Mammalian Cells to Target Tnf? Sources 

Anam Qudrat 
Kevin Truong 
Abdullah Mosabbir 

Engineered Strains of the Unicellular Cyanobacterium Synechocystis PCC 6803 
Containing Multiple Copies of Phosphoenolpyruvate Carboxylase 

Claudia Durall de la Fuente 

Engineering Autoregulation in Enzymatic Degradation Based Systems for Robust 
Dynamics and Improved Host Capacity 

Marios Tomazou 
Guy-Bart Stan 
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Engineering Bacterial S-Layer Protein Arrays to Generate Hybrid Nanomaterials 

Francesca Manea 
Caroline Ajo-Franklin 

Engineering Insulation between Synthetic Bacterial Signaling Pathways 

Conor McClune 
Michael Laub 
Christopher A. Voigt 

Engineering Microbial Consortia Using Fosmid Pool Selection 

Kateryna Ievdokymenko 
Steven J. Hallam 

Engineering Microbial Utilization of Pectin-Rich Biomass for Producing Commodity 
Chemicals 

Ryan Protzko 
John Dueber 

Engineering of Lactobacillus Reuteri As a Biotherapeutic Delivery System 

Laura Ortiz-Vélez 
Laura Schaefer 
Abigail Shulman 
Jeff Tabor 
Robert Britton 

Engineering Pulsatile Communication in Bacterial Consortia 

James Parkin 
Victoria Hsiao 
Richard M. Murray 

Engineering Synthetic Proteins to Generate Ca2+ Signals in Mammalian Cells 

Anam Qudrat 
Kevin Truong 

Engineering the Cyanobacterium Synechocystis Sp. PCC 6803 Towards Optimized 
Solutions for Future Biotechnological Applications 

Csaba István Nagy 
Eva-Mari Aro 
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Pauli Kallio 
Pekka Patrikainen 
Kati Thiel 
Hariharan Dandapani 
Edita Mulaku 
Lauri Kakko 

Engineering the Mammalian Gut Microbiome in Situ 

Carlotta Ronda 
Sway Chen 
Vitor Cabral 
Harris H. Wang 

Engineering Whole Cell Biocatalysts for Consolidated Bioprocessing  

Kateryna Ievdokymenko 
Tamar Av-Shalom 
David Goertsen 
Jewel Ocampo 
Meghan Verstraete 
Steven J. Hallam 
John K. Smit 

Enlarging the Synthetic Biology Toolbox for Pichia Pastoris: Golden Gate Cloning and 
CRISPR/Cas9 

Thomas Gassler 
Roland Prielhofer 
Lina Heistinger 
Richard Zahrl 
Franz Zehetbauer 
Matthias Steiger 
Michael Sauer 
Brigitte Gasser 
Diethard Mattanovich 

Establishing a Dual Channel System for Ratiometric Characterisation in Bacillus Subtilis 
Across Conditions and Gene Contexts 

Haydn J. King 

Evolution of Chalcone Isomerase from a Non-Enzymatic Ancestor 

Miriam Kaltenbach 
Jason R. Burke 
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Joseph P. Noel 
Dan Tawfik 
Caroline L. Kamerlin 
Asaph Aharoni 

Experimental Design Considerations for Efficient and Specific Gene Knock-in Using 
CRISPR-Cas9 for HDR Utilizing Synthetic RNAs 

John A. Schiel 
Hidevaldo Machado 
Maren Mayer 
Eldon Chou 
Megan Basila 
Melissa L. Kelley 
Anja van Brabant Smith 

Exploiting a Soil Bacterium for the Sustainable Production of High-Value Lipids 

Lindsay D. Eltis 
Raphael Roccor 
James Round 

Exploring the Evolution of Ahl Lactonases 

Nobu Tokuriki 
Jordan Williams-Yuen 

Expression of Heterologous Sigma Factor Expands the Searchable Space for Biofuel 
Tolerance Mechanisms 

Timothy Tomko 
Mary J. Dunlop 

Extracting input-output relationship of mammalian gene circuits using transient 
transfections 

Christoph Stelzer 
Yaakov Benenson 

Functional Robustness of Synthetic Gene Circuits Under Mutation Pressure 

Joo-Young Lee 
Kyung Hyuk Kim 

Genetic Tool Development for Nannochloropsis species 
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Lucas Strickland 

Genetically-Encoded Biosensors for Yeast Cell Factory Optimization 
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Global Analysis of Promoter Architecture in E. coli 
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Sriram Kosuri 

High Quality, Error-Free DNA for Genome Engineering and Constructing Genetic 
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Benjamin P. Steil 
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Paul Miller 
Cami Anderson 

Improving Electron Transfer in Cytochrome C-Expressing Escherichia coli by 
Modulating Cytochrome C Maturation 

Lin Su 
Caroline Ajo-Franklin 
Moshe Baruch 
Jose Cornejoa 
Tatsuya Fukushimaa 

Improving the Efficiency of Microbial Isobutanol Synthesis: Directed Evolution Reveals 
Improved Enzymes and Optimal Enzyme Ratios 

Indro Ghosh 
Robert Landick 

In Vivo Activation of Apo-Hydrogenases Using Synthetic Analogues of Its Active Site in 
E.coli 

Namita Khanna 
Livia Meszaros 
Charlene Esmieu 
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Peter Lindblad 

Inducible Genome Modification Utilizing Engineered Ty1 Retrotransposons in 
Saccharomyces Cerevisiae 

Xiao Wang 
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Innovative Technology to Produce the Building Blocks for Ambroxide 
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Inventory of Composable Elements (ICE): Web of Registries 

Hector Plahar 
Leanne Springthorpe 
Nathan J Hillson 
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Leucine Zipper-Mediated Targeting of Multi-Enzyme Cascade Reactions to Inclusion 
Bodies in Escherichia coli for Enhanced Production of 1-Butanol  

Dae-Hee Lee 
Gui Hwan Han 
Seung-Goo Lee 

Mammalian Cells Seek CSF1 Sources Via Engineered Proteins 

Anam Qudrat 
Kevin Truong 

Managing Data with the Experiment Data Depot 

William Morrell 
Mark Forrer 
Garrett Birkel 
Nathan J Hillson 
Hector Garcia-Martin 
Teresa Lopez 
Tyler Backman 
Christopher J. Petzold 
Edward Baidoo 
David Ando 
Zak Costello 
Ian Vaino 

Mapping the Genomic Landscape of CRISPR-Cas9 Cleavage 

Scott Gradia 
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Drew Endy 
Marc Salit 

Metabolic Engineering of Pseudomonas Putida S12 for the Production of Styrene 
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